ERGA Assenbly Report

v24.08. 26
Tags: ERGA- BGE

TxI D 2934182
ToLI D xgPhyFl avl
Species |Phyllidia flava

C ass Gast r opoda
O der Nudi branchi a

Genone Traits Expect ed Cbserved
Hapl oi d size (bp) 3,011, 504, 214 3, 343, 225, 297
Hapl oi d Number 12 (source: ancestor) 28
Pl oi dy 2 (source: ancestor) 2
Sanpl e Sex XX XX

EBP netrics summary and curation notes

ot ai ned EBP quality metric for hapl: 7.8.Q6

The following netrics were automatically flagged as bel ow EBP reconmended st andards
or different from expected:

oserved Hapl oid Number is different from Expected

Qv value is less than 40 for hapl
Krmer conpl eteness value is less than 90 for hapl
Assenbly length loss > 3% for hapl

Cur ator notes

I nterventions/ Go: 2

Cont am nati on notes: "No presence of contami nants. M tochondrial genone was renpved
fromthe assenbly"

O her observations: "Large coll apsed repeat in chr5, haplotypic inversion in chrl12"



Quality netrics table

BUSCO 5. 4. 7 Li neage

Pre-curation Cur at ed
Metrics hapl hapl
Total bp 3, 660, 021, 265 | 3, 343, 225, 297
C % 41. 62 41. 09
Gaps/ Gbp 34.97 22.13
Total gap bp 1, 874, 523 138, 686
Scaf f ol ds 973 104
Scaf fol d N50 111, 683, 922 125, 437, 426
Scaf fol d L50 12 10
Scaffold L90 35 24
Conti gs 1,101 178
Contig N50 73, 275, 821 77,716,104
Contig L50 16 14
Contig L90O 85 43
Qv 68. 0694 6
Kmer conmpl . 95. 5615 9
BUSCO si ng. 95. 3% 95. 2%
BUSCO dupl . 0. 7% 0. 7%
BUSCO fr ag. 1.1% 1.1%
BUSCO mi ss. 2. 9% 3. 0%

marmal i a_odb10 (genones: 24, BUSCOs: 9226)




H C contact map of curated assenbly

hapl [ LI NK]


https://box.fu-berlin.de/apps/files/something

K-nmer spectra of curated assenbly
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Post - curation contam nati on screeni ng

example/test.test.blobDB.json.bestsum.phylum.p7.span.100.blobplot.bam0
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hapl. Bubble plot circles are scal ed by sequence | ength, positioned by coverage and
GC proportion, and col oured by taxonony. Hi stograns show total assenbly |ength
di stribution on each axis.



Data profile

Dat a

Hi Fi

Bi onano

Omi C

Cover age
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Assenbl y pi peline

- Hifiasm

| _ ver: 0.19.4

| _ key param H C

| _ key param 10
- purge_dups

| _ver: 1.2.6

| _ key param NA
- Bionano_sol ve

| _ ver: Galaxy_3.7.0

| _ key param NA
- YaHS

| _ver: 1.1

| _ key param NA

Curation pipeline

- GRIT_Rapid

| _ver: 2.0

| _ key param NA
- H G ass

| _ver: 1.0

| _ key param NA
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