Group Comparison on spatial DGMM
segment means for file:

defaulthame

properties values
Number of m/z features 388
Range of m/z values 602.32 — 3181.63
Number of pixels 40
Range of x coordinates 2-74
Range of y coordinates 3-56
Range of intensities 0-8.14
Number of NA intensities 0
Number of Inf intensities 0

Number of duplicated coordinates 0
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Distribution of the Conditions
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Distribution of the Random Effect
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